Investigating new barcode markers to distinguish kratom varieties
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Figure 2. Mapping of whole chloroplast genome reference
(NC_034698.1) to sample 3 (White Sumatra), exhibiting a
thymine at the SNP (G/T) located at the base pair location
65,889.

Figure 1. Mapping of whole chloroplast genome reference (NC _034698.1) to sample 3 (White
Sumatra), which lacks nine-base deletion.
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Table 1. Kratom powder information from product packaging.
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2 Kratom Spot White Borneo Borneo (Indonesia) Tl P Sequence Analysis
3 Kratom Spot White Sumatra Sumatra (Indonesia) R Geneious Prime (Biomatters) software version 2025.2.2. was used to align and
4 Kratom Spot White Maeng Da Thailand edit Mitragyna speciosa sequences to assess intra-species variation.
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