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STR ‘Qj'yStem tha_t s_uccessfully_ dlscrlml_ngted 39 of 36 F. Figure 1. Example EPG using the original OpiumPlex parameters Figure 2. Multiplex profile of the first nine OpiumPlex loci using 0.5 ng of
somniferum varieties [1]. While promising, this system by Vasek et al. [1] template DNA, using optimized PCR and CE parameters.
requires validation prior .tO .forenSIC |mplementatlon. .ThIS Table 1. Characteristics of the first nine OpiumPlex STR markers.
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profiling for source attribution and tracking of illicit opium OPTET029 6FAM AATG 8,9,10 63.1 0.2 P L .
poppy material. OPTET156 VIC AAAT 56,7 55.8 0.2 PRECISION & POPULATION
OPPEN12 VIC AAGAA 8,10 63.1 0.1 ACCURACY STUDIES
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SAMPLE COLLECTION: POPPY SEEDS a[ — — Sasia L = = =
FROM 20 BRANDS Y Table 2. Sample origins of twenty P. somniferum samples grouped by distinct genotype. _ _ C O N C L U S | O N S
\8 [ Genotype A B c D E F * Electropherograms  using the  published
Origin Spain UK Holland Turkey Canada  South Asia OpiumPlex parameters exhibited suboptimal % The parameters by Vasek et al. were not replicable (Fig. 1)
| morphology (Fig. 1). and not suitable for use in forensic laboratories.
Spain UK Holland Turkey — : :
4 ) Tasmania UK USA (Ohio) ] , , ) ided full STR fil f ' d DNA
| parameters from the Type-it Microsatellite PCR kit providea Tu protfiies 1or-opium poppy  see
Afghanistan  Unknown . . % 22 alleles across 9 STR loci in Multiplex 1 were shown in 20
9 y % Six distinct genotypes were observed across ooppy seed samples (Table 1).
Jniknown twenty different P. somniferum L. samples (Table # Six different genotypes were identified for 20 poppy seed
Jnknown \2)- / samples, showing the ability to differentiate by origin

country (Table 2).
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